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STSM: Extracting MS signals features relevant to chronic disease classification

STSM Goal

The aim of this STSM was to integrate advanced Data Science

glucose and Machine Learning algorithms and methodologies to
Chronic kidney ey " Diabetes mellitus €Xtract common patterns within MSA signals of blood plasma,
disease high blood pressure an, Ui across patients with and without a specific chronic disease.
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N\ molecules associated with diabetes-related CKD.
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